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92.10~12

1903

1

0.053

0

0

0

0

93.01~12

15439

20

0.130

2

0.013

0

0

1.Pseudomonas aeruginosa
hyl s epidermidis

94.01~12

20474

24

0.117

2

0.010

0

0

1.Corynebacterium bovis
2.Streptococcus bovis

95.01~12

13808

0.065

0.022

1.Streptococcus salivarius
2.Coagulase (-) Staphylococcus
3. Klebsiella pneumoniae

96.01~12

45724

39

0.085

0.015

1.Lactococcus specie
2.Streptococcus uberis
3.Staphylococcus epidermidis*2
4.Streptococcus bovis
5.Escherichia coli

6.Bacillus species

97.01~12

49369

31

0.063

0.012

0.002

1.Streptococcus bovis *2

2. Staphylococcus aureus * 2
3.Group D Enterococcus*2
4.Coagulase(-) Staphylococcus

98.01~12

53200

22

0.041

0.017

1.Staphylococcus aureus *3
2.Klebsiella pneumoniae
3.Streptococcus bovis
4.Staphylococcus haemolyticus*2
5.Staphylococcus epidermidis *2

99.01~12

55307

0.014

12

0.022

0.002

1.Streptococcus agalactiae *2
2. Staphlococcus aureus *3
3.Escherichia coli
4.Streptococcus bovis *4
5.Streptococcus pyogenes
6.Klebsiella pneumoniae
7.Escherichia coli

100.01~12

57382

0.009

0.003

0.002

1.Escherichia coli
2.Streptococcus agalactiae
3. Staphylococcus aureus

101.01~12

60377

0.003

0.008

1.Staphylococcus intermedius
2.Klebsiella pneumoniae
3.Streptococcus bovis
4.Listeria monocytogenes
5.Gram(+) Bacilli

102.01~12

61085

0.003

13

0.021

0.002

1.Salmonella Group C1
2.Staphylococcus aureus *3
3.Coagulase(-) Staphylococcus*2
4.Streptococcus agalactiae
5.Salmonella Group D1
6.Serratia marcescens
7.Escherichia coli*2
8.Streptococcus beta-hemolytic
9.Staphylococcus epidermidis
10.Klebsiella pneumoniae

103.01~12

61055

0.005

0.013

1.Streptococcus alpha-hemolytic
2.Streptococcus gallolyticus*3
3.Staphylococcus aureus (MRSA)
4.Staphylococcus aureus
5.Klebsiella pneumoniae
6.Citrobacter koseri

104.01~12

59198

0.010

10

0.017

1.Salmonella Group D1
2.Streptococcus gallolyticus*2
3.Coagulase(-) Staphylococcus
4.Listeria monocytogenes
5.Staphylococcus aureus*2
6.Staphylococcus epidermidis
7.Streptococcus agalactiae
8.Escherichia coli

105.01~12

60956

0.002

0.011

0.003

1.Escherichia coli
2.Streptococcus gallolyticus *3
3. Staphylococcus aureus *2
4.Staphylococcus epidermidis
5.Streptococcus alpha-hemolytic
6.Staphylococcus caprae

106.01~12

65719

0.014

0.012

1.Entercoccus faecalis
2.Streptococcus salivarius
3.Staphylococcus aureus
4.Escherichia coli
5.Streptococcus gallolyticus*2
6.Staphylococcus epidermidis
7 Citrobacter koseri

107.01~12

66633

0.012

0.009

1.Lactococcus garvieae
2.Streptococcus gallolyticus*2
3.Streptococcus salivarius
4.Staphylococcus aureus (MRSA)
5.Staphylococcus lugdunensis

108.01~12

69456

0.009

0.007

0.001

1.Streptococcus gallolyticus*2
2.Klebsiella pneumoniae*2
3.Staphylococcus epidermidis
4 Is aureus

109.01~12

70469

0.010

0.009

1.Streptococcus gallolyticus*2
2.Klebsiella pneumoniae*2
3.Staphylococcus epidermidis
4.Staphylococcus aureus

110.01~12

68597

11

0.016

0.007

1.Streptococcus salivarius
2.Streptococcus agalactiae
3.Bacillus species
4.Serratia marcescens
5.5tre

111.01~12

69345

0.010

0.006

1.Escherichia coli

2 Enterococcus faecium
3.Klebsiella variicola
4.Streptococcus gallolyticus

112.01~12

73041

29

0.040

0.011

1.Salmonella Group D1*2
2.Escherichia coli*3
3.Staphylococcus aureus*2
4.Streptococcus mitis

113.01~12

74832

49

0.065

11

0.015

1.Streptococcus agalactiae*3
2.Streptococcus alpha hemolytic*3
3.Streptococcus oralis
4.Streptococcus beta hemolytic*3
5.Morganella morganii

114.01~12

73185

33

0.045

0.008

1.Streptococcus agalactiae
2.Streptococcus alpha hemolytic*3
3.Streptococcus beta-hemolytic
4.Proteus mirabilis

115.01

6476




115.02 5986 1 0.017 0 0 0
115.03 6401 2 0.031 1 0.016 0 Escherichia coli
R 1,265,417 332 0.026 146 0.012 0.001 (106447 A 3 1A & sk Hehh




